INTRODUCTION
Specific interaction of the oligopeptide netropsin (Nt) with doublestranded DNA occurs in regions rich in dA«dT base pairs, as demonstrated by a variety of spectroscoplc and hydrodynamic measurements . The strong 1 5 binding affinity of Nt to duplex DNA strongly depends on dA-dT content ' , which is most efficient for the synthetic polymers poly(dA)-poly(dT) and poly(dA-dT)'poly(dT-dA) and has been related to clusters of dA-dT pairs in In this paper the interaction of Nt with double-stranded poly(dA-dC).
poly(dT-^dG) is compared with that of the two pure dA-dT duplexes. The large differences in the salt stability of the Nt-polynucleotide complexes clearly demonstrate that the insertion of one dG.dC base pair into a dA-dT sequence is the crucial factor in the decrease of binding affinity of the oligopeptide.
MATERIAL AND METHODS
Nt hydrochloride used in these studies was isolated from Streptomyces netropsis 2 and kindly donated by H. Thrum (Jena). Extinction coefficients e 238 =193CO and E 296 =215OO were used . Synthetic polynucleotides were purcha*-. sed from Boehringer (Mannheim, Q.F.R.); the following extinction coefficents were used: poly(dA).poly(dT), ^Z6Q° 6000; poly(dA-dT)•poly(dT-dA), e =6800;
poly(dA-dC)-poly(dT-dG), P » 6500. 
d(A A A.A.A-A) d (A-T-A-T-A-T) d(A-C-A-C-A-C) > d (T-T-T-T-T-T) d(T-A-T^-T-A) d (T-G-T-G-T-G)
In prevent the access by these enzymes to their specific interaction sites. Since interspersion of these sequences with dG-dC pairs reduces the affinity of Nt to these sites, the oliqopeptide can thus be displaced by the competing enzyme.
